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CONG TY TNHH DICH VU CHAN NUOI P&Y
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Xét nghiém Real-time PCR va PCR
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Xét nghiém Huyét thanh hoc | Phan 1ap vi khuan, khang sinh do

Phwong phap ELISA

Khang sinh do xac dinh muc do nhay cam cua khang sinh doi voi vi khuan

[ Phan trng HA ] [ Phan ung HI ]




Cac xet nghiém méi tai P&Y

STT |Poitwong Phwong phap Tén chi tiéu
1 Heo Real-time PCR Phat hién Porcine Circovirus Type 2, 3, 4 (PCV2, PCV3, PCV4)
2 Heo Real-time PCR Phat hién Porcine Circovirus Type 4 (PCV4)
3 Heo PCR oo 2.5.6,7 8, 9L 12 1018
4  Heo PCR Phat hién E.coli F4, F5, F6, F18, F41, STa, STh, LT, STx2e
5 Heo PCR Phat hién Clostridium novyi type A, B
6 Heo,Giacam PCR Phat hién Clostridium perfringens type A, B, C, D, E
7 Heo,Giacam PCR Phat hién Pasteurella multocida type A, D
8  Thiy cam Real-time PCR Phat hién Waterfowl Parvovirus - Parvovirus thiy cam
9  Thuy cam Real-time PCR Dinh ching Waterfowl Parvovirus (Muscovy duck parvovirus va Goose parvovirus)
10 Ga PCR Phat hién Fowl Adenovirus (FAdV)




Bing 1. Danh sach khang sinh sir dung trong test khang sinh do 12

STT Tén khang sinh Nong @6  Ki hiéu
1 Bacitracin 10 Ul Ba
2 Penicillin 10 Ul Pen
PHUGNG PHAP 3 Ampic_il_lin_ _ _ 10 pg Amp
4  Amoxicillin/acid clavulanic 20/10 g AMC
5 Streptomycin 10 pg Sm
6 Kanamycin 30 ug Kn
7 Neomycin 30 ug Neo
8 Gentamycin 10 pg Gen
9 Erythromycin 15 g Ery
Khé_ng sinh 66 10 Doxycycline 30 ug Dx
Phan lap m e 11 Colistin 10 pg Co
S Pinh danh Phuong phip Kirby —Bauer theo 12 Sulfamethoxazole/Trimethoprim 23,75/1,25ug Bt
(Quy trinh ni bo _ |f.]h o huéng dan ctia CLSI (2022), véi 13 Norfloxacin 10 ug Nor
P&Y) DN i (7 5l i kg sinhinhy 14 Amoxicillin 01y AX
trong bang 1 15 Florfenicol 30 ug FFC
16 Enrofloxacin 5 ug Enr
17 Ceftiofur 30 ug EFT
18 Tilmicosin 15 pg Til
19 Oxytetracycline 30 ug
20 Spectinomycin 25 g
CLSI (2022). Performance Standards for Antimicrobial Susceptibility Testing, M100. 32nd Edition. Clinical and Laboratory 21 TetracyC"ne 30 10
Standards Institute, Wayne, PA. 22 A p ra my Ci n 15 1g
23 Azithromycin 15 pg
24 Lincomycin 2 ug
25 Tylosin 15 mcg




TINH HINH DICH BENH
DO VI KHUAN TREN HEO




Tong s6 méu test phan 1ap va PCR vi khuan trén heo, n = 928 14

STT Tén Loai mau Tong so mau Ti 18 (%)

1  APP Phoi, dich miii, dich khp, mau 74 8,0%

Phoi, dich khép, mau déng, dich xoang bao tim, dich xoang nguc,

: : ‘ .
2 Haemophilus parasuis swab dich mii, dich hdu hong 82 8,8%
3 Pasteurella multocida Phéi, dich miii, swab, mau 66 7,1%
Mo (N&o, phoi, tim, gan, hach, lach, than), amidan, dich khép, mau,
4 Streptococcus suis dich viém tir cung, dich viém hau hong, dich viém xoang tim, dich 83 8,9%
VIEM x0ang nguc
5 Staphylococcus spp. Dich viém da, dich viém tir cung, phoi 26 2,8%
6 Mycoplasma hyopneumoniae Phoi 14 1,5%
7 Mycoplasma hyorhinis Phoi, dich miii 6 0,6%
8 E. coli gay phu Phéan, ruot 65 7,0%
9  Erysipelothrix rhusiopathiae Mau, md (phoi, lach) 13 1,4%
10  Bordetella bronchiseptica Mau, mé (tim, phoi, lach) 6 0,6%
11 Brachyspira hyodysenteriae Phan 2 0,2%
12 E.coli Phan, rudt, swab dich viém tir cung 96 10,3%
13 Salmonella spp. Phan, ruot 30 3,2%
14  Clostridium perfringens Phan, ruot 42 4,5%
15  Clostridium difficile Phan 3 0,3%
16 Lawsonia intracellularis Phan, rudt 18 1,9%

Mau khang dong, M0 (phéi, hach, lach, than, ndo), cuéng ron, dich

17  Mycoplasma suis khép, thai siy 302

TONG 028
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7 nam 2025 trén heo

Ti 18 % vi khuan phan 1ap va PCR, tir thang 10 nam 2024 ‘:V

Oct-24 Nov-24 Dec-24 Jan-25 Feb-25

Apr-25 May-25 Jun-25 Jul-25

> Mycoplasma suis phan bo test mau déu qua
cac thang tr T10/24 -> T7/25.

> T3/25 co sw phan bd test mau nhiéu loai vi
khuan nhat, v&i 12/17 loai vi khuan.

= Mycoplasma suis

® Lawsonia intracellularis

= Clostridium difficile

m Clostridium perfringens

= Salmonella spp.

m E.coli

® Brachyspira hyodysenteriae
Bordetella bronchiseptica

® Erysipelothrix rhusiopathiae
E. coli gay phu

®m Mycoplasma hyorhinis
Mycoplasma hyopneumoniae

m Staphylococcus spp.

m Streptococcus suls

= Pasteurella multocida

®m Haemophilus parasuis

m APP

15
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Ti 1¢ % dwong tinh phan l1ap va PCR trén tirng loai vi khuan, trén heo

100% 83,304
90% (5/6)

80%
15/26 (58/96)
60% (15/26) 43.7%
50% o1 0% 34.9% (132/302)
40% 21 60 (26/82) (29/83) 2(2)%’ 24.6%
30% ' (16/65) 16.7%
(16/74) 10.6%
20% 2166 (7142)
10% ( ) 0.0% 0.0% 0.0% 0. 0.0% 0.0%
0 (0/13)  (0/6)  (0/2) (0/30) (0/3)  (0/18)
° APP Hae Pas Strep  Stap MHy  Mhnis  Ecoli gayphu Ery  Bor Bra Ecoli Sal Clo.P Clo.D Law  M.suis
= APP ®m Haemophilus parasuis Pasteurella multocida
m Streptococcus suls m Staphylococcus spp. Mycoplasma hyopneumoniae
m Mycoplasma hyorhinis E. coli gay phu ® Erysipelothrix rhusiopathiae

m Bordetella bronchiseptica m Brachyspira hyodysenteriae m E.coli
= Salmonella spp. m Clostridium perfringens Clostridium difficile

= Lawsonia intracellularis Mycoplasma suis
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Ti 18 % vi khuan dwong tinh phan 1ap va PCR, > '(\ﬂgczr{'asggadﬁuiSi mau
\ . < X . < A +) phan b6 déu qua cac
tir thang 10 nam 2024 deén thang 7 nam 2025 trén heo /— () pran 8 by s

» Thang 2/25 va T3/25:

100%
90%
80%
70%
60%
50%
40%
30%
20%
10%
0%

phan bé loai vi khuan (+)
nhiéu nhat : 8/17 loai vi
Oct-24 Nov-24 Dec-24 Jan- 25 Mar-25)Apr-25 May-25 Jun-25 Jul-25

= Mycoplasma suis khuan
m Lawsonia intracellularis
= Clostridium difficile

m Clostridium perfringens

= Salmonella spp.

m E.coli

m Brachyspira hyodysenteriae
Bordetella bronchiseptica

® Erysipelothrix rhusiopathiae
E. coli gay phu

® Mycoplasma hyorhinis
Mycoplasma hyopneumoniae

m Staphylococcus spp.

m Streptococcus suis

= Pasteurella multocida

®m Haemophilus parasuis

= APP
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Tinh hinh dich bénh APP — trén heo (theo loai mau)

Loai mau (PCR)

So lrong mau

S6 lwong miu (+)

Ti 1é mau (+)

Phoi 55 16 @
Dich mii 5 0 0,00%
Dich khop 3 0 0,00%
Mau dong 4 0 0,00%
‘ Tong 67 16 23,88%

Loai méu (Phan 1ap vi khuan)

So lrong mau

S6 lwong miu (+)

Ti 1 mau (+)

Phoi 6 0 0%
Swab 1 0 0%
Tong 7 0 0%




19

Tinh hinh dich bénh Haemophilus parasuis — trén heo

(theo loai mau)

Loai mau (PCR)

S6 lwrong mau

S6 lwgng miu (+)

Ti 1¢ mau (+)

Phéi 35 21 < 60,00%>
Mau dong 5 0 0,00%
Dich khop 2 0 0,00%
Tong 42 21 50,00%
Loai mau (Phan lap) S6 lwong miu SO lwong mau (+) Ti 1 mau (+)
Phéi 31 5 C_16.13%>
Dich khép 2 0 0,00%
Dich xoang bao tim, xoang nguc 1 0 0,00%
Swab dich miii, dich hau hong 6 0 0,00%
Tong 40 5 12,50%
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Tinh hinh dich bénh Pasteurella multocida — trén heo
(theo loai mau)

Loai mau (PCR) S6 lwong mau S6 lwong miu (+) Ti 1 mau (+)
Phéi 14 2 C14,29% )
Dich miii 8 1 12,50%
Swab 15 1 6,67%
Mau 9 0 0,00%
Tong 46 4 8,70%
Loai mau (Phan lap) S6 lwong mau S6 lwong mau (+) Ti 1é mau (+)
Phoi 15 2 13,33%

Dich miii, dich hau hong 5 1 @OOD
,, R
Tong 20 3 15,00%
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Tinh hinh dich bénh Streptococcus — trén heo (theo loai mau)

Loai miu (PCR) — Streptococcus suis S6 lwong mau SO lwong mau (+) Ti 1é mau (+)
Mo (N&o, phoi, tim, gan, hach, lach, than) 25 5 20,00%
Amidan 2 2 QOQ@
Dich khop 2 0 0,00%
Mau 7 0 0,00%
Tong 36 7 19,44%
Loai mau (Phan 14ap) — Streptococcus spp. S6 lwogng mau  S6 lwong méu (+) Tilé méu (+)
Phoi 29 13 44,83%

Dich tir cung 5 4 80,00%

Swab dich viém (dich khép, dich hau hong, dich xoang tim,
X0ang nguc)

13 5 38,46%

Tong 47 22 46,81%
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Tinh hinh dich bénh Mycoplasma hyopneumoniae trén heo
(theo loai mau)

Loai mau (PCR) S6 lwong méu S6 lwgng mau (+) Ti 1 mau (+)

Phoi 14 4 28,57 %

Tinh hinh dich bénh Mycoplasma hyorhinis trén heo
(theo loai mau)

Loai mau (PCR) S6 lwong miu S6 lwong méu (+) Ti 1&¢ mau (+)

Phoi 2 1 50,00%

Dich mii 4 4 100,00%

Tong 6 5 83,33%




Tinh hinh dich bénh Mycoplasma suis trén heo
(theo loai mau)

Loai mau (Realtime PCR) S6 lwgng méu S6 lwgng méu (+) Ti 1 mau (+)
Mau khang dong 279 132
M0 (phoi, hach, lach, than, ndo) 15 0 0,00%
Cuong ron 3 0 0,00%
Dich khép 2 0 0,00%
Thai say 3 0 0,00%

Tong 302 132 43,71%

23
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Tinh hinh dich bénh E. coli trén heo (theo loai mau)

Loai mau (PCR) — E. coli gay phu

S6 lwrong mau

So lwgng mau (+)

Ti 1 mau (+)

Phan 53 20,75%
Ruét 12 (41,67%)
Tong 65 24,62%

Loai mau (phan lap) —
E. coli tiéu chay, nhiém trung dwong tiét niéu

S6 lwgng mau

So lwong méu (+) Tilé mau (+)

Phan 35 33 94,29%
Ruot 14 14

Dich tir cung 6 6 100,00%
Swab dich viém 4 3 75,00%
Swab 37 2 5,41%
Tong 96 58 60,42%
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Tinh hinh nhiém ghép vi khuan trén heo

100.0% m Haemophilus parasuis + Streptococcus suis
100.0% (2/2)

90.0% m Haemophilus parasuis + Pasteurella multocida
80.0%
20.0% = Haemophilus parasuis + E.coli gay phu

.U70

0)

00.0% 5(01'?2(?’ m Haemophilus parasuis + Streptococcus suis + E.coli gay phu
50.0% 40.0%
40.0% (4/10) .

0% m Streptococcus suis. + Staphylococcus spp.
30.0% 23.1%6 20.0%

(/1) (2/10) = Streptococcus suis + E. coli

20.0% . 9.4% '
10.0% e CE)

U7 3/57 : :

m Streptococcus suis + Staphylococcus spp. + E.coli
00% .




TINH HINH DICH BENH
DO VI KHUAN TREN GIA CAM



Tong s6 méu test phan 1ap va PCR vi khuan trén gia cam, n = 145

27

STT Tén vi khuin Loai miu ons Ti 1¢ %
mau
1 E.coli Mo (Gan, phoi, tim), Ti Iong do 19 13,1%
2  Pasteurella multocida Mo (phoi, tim) 7 4,8%
3  Pseudomonas spp. Tui long do 2 1,4%
4 Salmonella spp. M0 (gan, rudt, phoi , tim ,long do) 20 13,8%
5  Clostridium perfringens Gan, rudt 11 7,6%
6 Staphylococcus spp. Mo (gan, rudt, phoi, tim, 1ong dd, lach, than), dich khép [ 4,8%
[/ Streptococcus spp. Mo (gan, rudt, phoi, tim, 1ong dd, lach, than), dich khép [ 4,8%
8 Coryza Dich miii, khi quan 15 10,3%
9 Leucocytozoon spp. MO (Gap, tim, p,h01, I,ach, t}lan, da day tuyén, nga ba van hoi 36 24 8%
manh trang), mau khang dong
10 Mycoplasma gallisepticum (MG) M® (Phoi, khi quan, gan, tim, lach), dich khép 10 6,9%
11  Mycoplasma synoviae (MS) M® (Phoi, khi quan, gan, tim, lach, tai khi), dich khép 8 5,5%
12 Riemerella anatipestifer M6 (Tim, phoi, gan, lach) 2 1,4%
13 ORT Khi quan, phoi, tai khi 1 0,7%
Téng cong 145
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Ti 18 % vi khuan phan 1ap va PCR, tir thang 10 nim 2024
dén thang 7 nam 2025 trén gia cam

> T12/24 va T3/25 : phan bd nhiéu
loai vi khuan nhat, v&i 9/13 loai.

100%
= ORT
J0% ® Riemerella anatipestifer
80% m MS
70% = MG
® eucocytozoon spp.
60% m Coryza
50% m Streptococcus spp.
40% = Staphylococcus spp.
® Clostridium perfringens
30% = Salmonella spp.
20% = Pseudomonas spp.
L0% m Pasteurella multocida
m E. coli
0%

Oct-24 Nov-24 Jan-25 Feb-25Apr—25 May-25 Jun-25 Jul-25
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Ti 18 % dwong tinh phan 1ap va PCR trén tirng loai vi khuan, trén gia cim

100.0% (/1)

90.0% 08.9%
80.0% (15/19) 71.4%
(5/7)
70.0%
57.1%
60.0% (4/7)
46.7%
50.0% (7/15)
40.0%
30.0%
20.0%
0 5.0% 2. 6%
10.0% 0.0% (1/20) 0.0% (2/36) 0.0%
0.0% (0/2) (0/11) (0/10)
| E.coli Pas Pseu Sal Clo.P  Staphy  Strep Coryza MS Riem ORT
mE. coli m Pasteurella multocida = Pseudomonas spp.
m Salmonella spp. w Clostridium perfringens = Staphylococcus spp.
m Streptococcus spp. m Coryza ® |_eucocytozoon spp.
m MG m MS ® Riemerella anatipestifer

m ORT




100%
90%
80%
70%
60%
50%
40%
30%
20%
10%

0%

Ti 18 % vi khuan dwong tinh phan 1ap va PCR,
tir thang 10 nam 2024 dén thang 7 nam 2025 trén gia cam

Oct-24 Nov-24 Dec-24 Jan-25 Feb- 2

A pr -25 May-25 Jun-25 Jul-25

> T3/25 : phan bd loai vi khuan (+)
nhiéu nhat : 6/13 loai vi khuan.

> E.coli va Coryza hién dién nhiéu
nhat 5/10 thang.

m ORT

® Riemerella anatipestifer

m MS
m MG

m Leucocytozoon spp.

m Coryza
m Streptococcus spp.

Staphylococcus spp.
m Clostridium perfringens

m Salmonella spp.
= Pseudomonas spp.

m Pasteurella multocida

mE. coli

30
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Tinh hinh dich bénh E.coli trén gia cam (theo loai mau)

Loai mau (phan lap) S6 lwong mau S6 lwong miu (+) Ti 1é mau (+)

Mo (Gan, phoi, tim) 18 14 77,78%

Tai long d6 1 1 100,00%

e

Tong 19 15 78,95%
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Tinh hinh dich bénh Coryza trén gia cam (theo loai mau)

Loai mau (PCR) S6 lwong méu S6 lwong méu (+) Ti 1é mau ()

Dich miii, khi quan 15 7 46,70%

Tinh hinh dich bénh Mycoplasma synoviae (MS) trén gia cam
(theo loai mau)

Loai mau (PCR) S6 lwong mau S6 lwong miu (+) Ti 1é mau (+)

M6 (Phoi, khi quan, gan, lach, dich khép) 8 6 75,00%




Tinh hinh dich bénh Leucocytozoon spp. trén gia cam
(theo loai mau)

Loai mau (PCR) S6 lwgng mau S6 lwong méu (+) Ti 1é mau ()

Mau 4 0 0,0%

Mo (Gan, tim, phoi, lach, than, da day

tuyén, ngd ba van hoi manh trang) 32 -

Téng 36 2 5.,56%
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100.0%
90.0%
80.0%
70.0%
60.0%
50.0%
40.0%
30.0%
20.0%
10.0%

0.0%

Tinh hinh nhiém ghép vi khuan trén gia cam

28.6%0
(2/7)

100.0%
(1/1)

m Streptococcus spp. + Staphylococcus spp.

® E. coli + Streptococcus spp. + Pasteurella multocida
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DE KHANG KHANG SINH
CUA VI KHUAN TREN HEO VA GIA CAM




PE KHANG KHANG SINH
CUA VI KHUAN TREN HEO
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Ty 1é dé khang khang sinh ciia E.coli trén heo

100%
90%
80%

70%

60% > 56%

50%
44% 41 a0t 44%
38% 38%
o0 35% 35%
26%
24% 24% 24% ’ 24%
21%
18% 18%

3% I
»

Ba Pen AmMpAMC Sm Kn Neo Gen Ery Dx Co Bt Nor Ax FFC Enr EFT Til OT Sh Te Apr Azi

50%

41%
40%
30%

20%

10%

0%




Kiéu khang da khang sinh ciia E.coli trén heo 38

S6 khang sinh da khang Kiéu hinh da khéang So kiéu da khang  So chiing dé khang Ti 1& (%)

Pen+AXx 2

2 Enr+Apr 3 1 @
AXx+Sh 1
Amp+Ax+0OT 1

3 Sm+Ax+Sh 2 1 59
Dx+FFC+OT+Te 1

4 Amp+Ax+Enro+0OT 3 2 11.8
Kn+Gen+Enro+OT 1

5 Pen+Sm+Gen+Ax+Sh 5 2 118
Amp+Kn+Gen+AxX+Enro 2

6 Amp+Gen+Ax+Enro+EFT+0OT 5 1 59
Pen+Amp+Bt+OT+My+Ty 1 '

/ Ba+Pen+Sm+Gen+Ery+FFC+OT 1 1 2.9

8 Amp+AMC+Kn+Gen+AxX+Enro+EFT+OT 5 3 118
Pen+Amp+Sm+Ery+Dx+Ax+0OT+My 1 '

10 Ba+Sm+Kn+Ery+Nor+Enro+Til+Sh+My+Ty 1 1 2.9

13 Ba+Pen+tAmp+Ery+Dx+Ax+FFC+Til+OT+Sh+Te+My+Tyl 1 1 2.9

15 Ba+Pen+tAmp+Sm+Ery+Dx+Ax+FFC+Til+OT+Sh+Te+Apra+Azi+My 5 1 59
Ba+Pen+tAmp+Ery+Dx+Co+Ax+FFC+Til+OT+Sh+Te+Apra+Azi+My 1 '

16 Ba+Pen+tAmp+Sm+Ery+Dx+Nor+Ax+Enro+Til+OT+Sh+Te+Apra+My+Tyl 1 1 2.9

17 Ba+Pen+tAmp+AMC+Kn+Neo+Gen+Ery+Bt+Nor+ AX+FFC+Enro+Til+Sh+My+Ty 5 1 5 g
Ba+Pen+Amp+Sm+Neo+Ery+Dx+Bt+Ax+FFC+Til+OT+Sh+Te+Apra+My+Tyl 1 '

18 Bat+Pen+tAmp+AMC+Sm+Gen+Ery+Nor+Ax+FFC+Enro+EFT+Til+OT+Sh+Te+My+Tyl 1 1 2.9

19 Ba+Pen+Amp+Sm+Gen+Ery+Dx+Bt+Ax+FFC+Enro+EFT+Til+OT+Sh+Te+Apr+Azi+My 1 1 2.9
Ba+Pen+Amp+Sm+Kn+Neo+Gen+Ery+Dx+Bt+Nor+Ax+FFC+Enro+EFT+Til+OT+Sh+Te+Apr+My 1

21 2 5.9
Ba+Pen+Amp+Sm+Kn+Neo+Gen+Ery+Dx+Bt+Nor+Ax+FFC+Enro+Til+OT+Sh+Te+Apr+Azi+Lmy 1
Ba+Pen+Amp+AMC+Sm+Kn+Neo+Ery+Dx+Bt+Nor+Ax+FFC+Enro+EFT+Til+OT+Sh+Te+Apr+A 1
zi+My

@ Ba+Pen+Amp+AMC+Sm+Kn+Neo+Gen+Ery+Dx+Bt+Nor+Ax+FFC+Enro+Til+OT+Sh+Te+Azi+M 2 1 >

y+Tyl

TONG 34 34
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Ty 1é dé khang khang sinh ciia Haemophilus parasuis trén heo

100%

90%
(e (5
70%
60%
50% 50% 50% 50%

50%

40%

30% 25% 25%25%  25%25%  25%25%  25%25%  25% 25% || 25%

20%

10%
0% 0% 0% 0% 0% 0%

0%

Ba Pen AMpAMC Sm Kn Neo Gen Ery Dx Co Bt Nor Ax FFC Enr EFT Til OT Sh Te Apr Azi My Ty
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Kiéu khang da khang sinh ciia Haemophilus parasuis trén heo

Kiéu khang da khang sinh ciia Haemophilus parasuis trén heo

Sé6 khang sinh So kicu S0 chiing dé

o R N z 214 (0
da khang Kiéu hinh da khang da khang Khang Ti1é (%0)
2 OT+Te 1 1 25.0
3 Sm+OT+Sh 1 1 25.0
12 Ba+Pen+Sm+Kn+Neo+Dx+Bt+FFC+OT+Te+Apr+My 1 1 25.0
( 13 > Ba+Sm+Ery+Nor+Enro+Til+OT+Sh+Te+Apr+Azi+My+Tyl 1 1 25.0
N———

Tong 4 4 100%
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Ty 1é dé khang khang sinh cta Pasteurella multocida trén heo

@’ 100% 100%

100%

90%
80%
0% 67/% 67%
60%

50%

67% 67%
40%
33% 33% 33% 33% 33% 33% 33% 33% 33%

33%
30%
20%
10%
0 0% 0% 0% 0% 0% 0% 0%
0

Ba Pen AMpAMC Sm Kn Neo Gen Ery Dx Co Bt Nor Ax FFC Enr EFT Til OT Sh Te Apr Azi My Ty
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Kiéu khang da khang sinh ctia Pasteurella multocida trén heo

6 Ba+Sm+Kn+Ne+Sh+My 1 1 33.3

9 Ba+Sm+Kn+Neo+Gen+Bt+Til+Sh+Apr 1 1 33.3

@ Pen+Amp+Sm+Kn+Neo+Ery+Ax+FFC+Enr+Til+OT+Sh+Apr+M 1 1 33 3
y+Tyl |

Tong 3 3 100%
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Ty 1& dé khang khang sinh ctia Staphylococcus spp. trén heo

100.0%
90.0% 87.5%
80.0% 75.0%

62.5% 62.5%62.5% 62.5%62.5%

70.0%
62.5%

60.0%
oo 50.0% 50.0% 50.0% 50.0%

. 0
40.0% 37.5%7.5%
30.0% 25.0% 25.0% 25.0% 25.0%
20.0%

12.5% 12.5% 12. 5% 12, 5%
10.0%
oo 0.0% 0.0%
. 0

Ba Pen AMpAMC Sm Kn Neo Gen Ery Dx Co Bt Nor Ax FFC Enr EFT Til OT Sh Te Apr Azi My Ty
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Kiéu khang da khang sinh ctia Staphylococcus spp. trén heo

Kiéu khang da khang sinh ciia Staphylococcus spp. trén heo

So kiéu  So chiing

S6 khang sinh

da khang Kiéu hinh da khang da khang dé khang Ti 18 (%)

2 Sm+Sh 1 1 12.5
6 Ba+Sm+Kn+Neo+Sh+My 1 1 12.5

Pen+tAMC+Sm+Ax+FFC+ENr+Til+Te+My 1 1 12.5
° Pen+Amp+AMC+Gen+FFC+Enr+EFT+OT+My 1 1 12.5
10 Pen+Amp+Sm+Gen+Ery+Dx+Co+OT+Azi+My 1 1 12.5

Pen+Amp+Sm+Kn+Gen+Co+Bt+Nor+Ax+FFC+Enr+OT+Sh+Te+My 1 1 12.5
. Pen+Amp+Sm+Kn+Gen+Co+Bt+Nor+Ax+FFC+EFT+OT+Sh+Te+My 1 1 12.5

Pen+Amp+Sm+Kn+Gen+Ery+Co+Bt+Nor+Ax+FFC+Enr+Til+OT+Sh+Te+Azi+My 1 1 12.5

Tong 8 8 100%
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Ty 1é dé khang khang sinh ctia Streptococcus spp. trén heo
100.0%

90.0%
80.0%

70.0%

60.0% 57.9%

73.7%
50.0%

40.0%

30.0%

20.0% 15.8%5.8%

68.4%
63.2% 63.2%
57.9% 57.99%57.9%
52.6% 52.6% 52.6%
47.4%
42.1% 421%  42.1% 42.1%
26.3%
15.8%
10.0% I I 5.3% 5.3%
0 0% 0.0% | |

Ba Pen AmMp AMC Sm Kn Neo Gen Ery Dx Co Bt Nor Ax FFC Enr EFT Til OT Sh Te Apr Azi My Ty




Kiéu khang da khang sinh cua Streptococcus spp. trén heo 46

Kiéu khang da khang sinh ctia Streptococcus spp. trén heo

S6 khang sinh So kicu S chiing

da khang Kiéu hinh da khang da khang dé khang Ti1E (%)
2 Sm+Sh 1 1 5.3
4 Sm+Co+OT+My 1 1 5.3
6 Pen+Sm+Kn+Gen+OT+Sh 5 1 5.3
Co+Enr+Til+Azi+My+Tyl 1 5.3
v AMC+Gen+Co+Nor+Ax+OT+Te 5 1 5.3
Pen+Ery+Co+Nor+Enr+Apr+My 1 5.3
8 Sm+Kn+Neo+Ery+Co+Til+Te+Apr 1 1 5.3
10 Pen+Gen+Ery+Co+Nor+FFC+Enr+OT+Apr+My 1 1 2.3
11 Pen+Sm+Kn+Neo+Ery+FFC+Enro+Til+Apr+My+Tyl 1 3 ( 15.8)
12 Pen+Sm+Neo+Dx+Co+Bt+Nor+OT+Sh+Te+Apr+My 5 1 53
Sm+Kn+Neo+Ery+Co+Til+Sh+Te+Apr+Azi+My+Tyl 1 5.3
14 Pen+tAmp+Sm+Neo+Ery+Co+Bt+Til+OT+Te+Apr+Azi+My+Tyl 1 1 5.3
16 Sm+Kn+Neo+Gen+Ery+Co+Bt+Nor+FFC+Enr+OT+Sh+Te+Azi+My+Tyl 5 1 5.3
Sm+Kn+Neo+Gen+Ery+Co+Bt+Nor+Enr+Til+OT+Sh+Te+Azi+My+Tyl 1 5.3
17 Pen+Sm+Kn+Ne+Gen+Ery+Co+Bt+FFC+Til+OT+Sh+Te+Apr+Azi+My+Tyl 1 1 5.3
Pen+tAmp+AMC+Sm+Kn+Neo+Gen+Ery+Co+Nor+Ax+FFC+Enr+Til+OT+Sh+Te+
20 : 1 1 5.3
Apr+Azi+My
O Pen+Amp+AMC+Sm+Kn+Neo+Gen+Ery+Co+Nor+Ax+FFC+Enr+EFT+Til+OT+Sh
22 : 1 1 5.3
+Te+Apr+Azi+My+Tyl

Tong 17 19




DE KHANG KHANG SINH
CUA VI KHUAN TREN GIA CAM




100.0%

90.0%

80.0%

70.0%

60.0%

50.0%

40.0%

30.0%

20.0%

10.0%

0.0%

45.5% 45.5%

54.5%
45.5%
27.3% 27.3% 27.3%
18.2%
0.0% I 0.0%
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Ty 1é dé khang khang sinh cia E.coli trén gia cim

81.8%

12.71% 12.71%

63.6% 63.6%

54.5% 54.5% 54.5%

45.5%45.5% 45.5%
36.4% 36.4%
| 18.2% |

Ba Pen Amp AMC Sm Kn Neo Gen Ery Dx Co Bt Nor Ax FFC Enr EFT Til OT Sh Te Apr Azi My Ty
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Kiéu khang da khang sinh ciia E.coli trén gia cam

Kiéu inh da knéng skhing  atibang TEO9
Amp+Sm+Dx+Ax+FFC+Sh 1
6 2 18.2
Amp+Gen+Ax+FFC+Enr+Te 1
Ba+Pen+Amp+Gen+Ery+Ax+Til+OT+Te , 1
9 Amp+Gen+Ery+Bt+Ax+FFC+Enr+EFT+Te 1
10 Ba+Pen+Amp+Gen+Ery+Bt+Ax+FFC+Til+OT 1 1 9.1
11 Ba+Pen+Sm+Kn+Ne+Ery+Til+Sh+Apr+My+Tyl 1 1 9.1
Ba+Pen+Sm-+Ne+Ery+Dx+Til+Sh+Apr+Azi+My+Tyl 1
. AMC+Bt+Nor+Ax+FFC+Enr+EFT+Til+OT+Azi+My+Tyl 2 1
13 Amp+Gen+Bt+Nor+Ax+FFC+Enr+EFT+Til+OT+Azi+My+Tyl 1 1 9.1
/16\ Amp+Sm+Gen+Ery+Bt+Nor+ Ax+FFC+Enr+EFT+Til+OT+Sh+Te+My+Tyl 1 1 9.1
@ Ba+Pen+Amp+Sm+Kn+Ne+Gen+Ery+Dx+Bt+Ax+FFC+Enr+Til+OT+Sh+Te+Azi+My 1 1 9.1

Tong 11 11
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Ty 1é dé khang khéang sinh ciia Pasteurella multocida trén gia cam

100% 100% 1 g0y, 100% 100% 100%100%  100% 1009 100%

100%
90%
80%
70%
60%
50%
40%
30%
20%
10%

0% 0% 0% 0% 0% 0% 0% 0% 0% 0% 0% 0% 0% 0% 0% 0%

Ba Pen Amp AMC Sm Kn Neo Gen Ery Dx Co Bt Nor Ax FFC Enr EFT Til OT Sh Te Apr Azi My Ty
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Kiéu khang da khang sinh ctia Pasteurella multocida trén gia cam

10 Ba+Pen+Amp+AMC+Bt+Ax+FFC+EFT+Til+My 1 1 100
Tong 1 1 100%
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Ty 1é dé khang khang sinh ciia Staphylococcus spp. trén gia cam

100% 100%  100% 100%  100% 100%100%100%  100%109% 100%

100%
90%
’ 80% gy 80%% 80% 80% 80%
80%
70%
60%
50%
40%
30%
20%  20%
20%
10% I I
0% 0% 0% 0% 0
0% 0 0 0 0% 09

Ba Pen AmMpAMC Sm Kn Neo Gen Ery Dx Co Bt Nor Ax FFC Enr EFT Til OT Sh Te Apr Azi My Ty
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Kiéu khang da khang sinh caa Staphylococcus spp. trén gia cam

Kiéu khang da khang sinh cta Staphylococcus spp. trén gia cam

Sﬁdﬁhiﬂgrfgijnh Kiéu hinh da khang aiﬁklﬁifﬁg :: ﬁﬁgﬁgg fol/:;

13 Ery+Dx+Bt+Nor+FFC+Enr+Til+OT+Sh+Te+Azi+My+Tyl 1 1 20.0

15 Pen+Amp+Kn+Ery+Nor+Ax+FFC+Enr+Til+OT+Sh+Te+Azi+My+Tyl 1 1 20.0

17 Pen+Amp+Kn+Ery+Dx+Bt+Nor+ Ax+FFC+Enr+Til+OT+Sh+Te+Azi+My+Tyl 1 1 20.0
Pen+Amp+AMC+Kn+Ery+Dx+Bt+Nor+ Ax+FFC+Enr+Til+OT+Sh+Te+Azi+My+Tyl 1

Pen+Amp+Sm+Kn+Ery+Dx+Bt+Nor+Ax+FFC+Enr+Til+OT+Sh+Te+Azi+My+Tyl ; 1 -

Tong 5 5 100%
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Ty 1é dé khang khang sinh ctia Streptococcus spp. trén gia cam

100% 100% 100% 100% 100% 100% 100%100% 10006 100%

100%
90%
0}

S0% 75% 5% 75% 75% 75% 5% 75% 5%
70%

60%

500 50% 50%
40%

30%

2500 29% 25% 25% 25%

20% I I

10%

0%

Ba Pen AmMpAMC Sm Kn Neo Gen Ery Dx Co Bt Nor Ax FFC Enr EFT Til OT Sh Te Apr Azi My Ty
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Kiéu khang da khang sinh ctia Streptococcus spp. trén gia cam

Kiéu khang da khang sinh ciia Streptococcus spp. trén gia cam

S6 khang sinh 2 ) So kiéu So chiimg  Tilé

da khang O VEELSEe dakhang  ddkhing (%)

16 Sm+Kn+Neo+Gen+Ery+Co+Bt+Nor+FFC+Enr+OT+Sh+Te+Azi+My+Tyl 1 1 25.0
Ba+Pen+Sm+Neo+Dx+Co+Bt+Nor+FFC+Enr+Til+OT+Sh+Te+Apr+Azi+My 1

17 2 50.0
Ba+Sm+Kn+Neo+Gen+Ery+Co+Bt+Nor+Enr+Til+OT+Sh+Te+Azi+My+Tyl 1

@ Ba+Pen+Amp+AMC+Sm+Kn+Neo+Gen+Ery+Co+Nor+Ax+FFC+Enr+EFT+Til+O | ; .

T+Sh+Te+Apr+Azi+My+Tyl '

Tong 4 4 100%




: - - « Van |4 tdc nhan hién dién nhiéu nhat trong nhdm vi
Mycoplama suis khuan, qua cac niam 2024, 2025.

= E coli oA hil « CO sy xuat hién torong dbi nhiéu mau (+) so voi bao
TRENFIEC < Jay p cao trong 2024.

« Haemophilus parasuis + Streptococcus suis
Nhiém ghép  Haemophilus parasuis + Pasteurella multocida
« Haemophilus parasuis + Streptococcus suis + E.coli gay phu

- - Van la nhitng t4c nhan hién dién nhiéu nhat trong
E.coli, Coryza, nhém vi khuan nim 2024, 2025
MS
TREN GIA < Leucocytozoon « CO sy xuAt hién miu (+) trong 2025, s0 v&i 2024
CAM SPP. khdng c6 phat hién.

« E.coli + Streptococcus spp. + Staphylococcus spp.
 Streptococcus spp. + Staphylococcus spp.

Nhiém ghép




Pé khang khang
sinh va da khang
khang sinh

S

Kho qhén doan
va diéu tri hon

Nhiém ghép

Can chan doan
chinh xac

Xay dung phat do
diéu tri kKhang sinh
hop ly cho da tac
nhan, thay vi chi
nhdm dén 1 loai vi
khuan




Chan thanh cam on!
Kinh chuc stre khoé,

an lanh va thanh cong.

HOI THAO - 2025

> SDT: 028 6675 2679
» Mail: pylab2021@gmail.com
» Https://pylab.vn




